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Abstract

As an economic crop, Seedless barberry has a significant role in the agricultural economy of the southern
region of Khorasan. In recent years, ITS sequences of rDNA have been increased to identify plant species as
DNA barcoding. The present study's main objective is to evaluate the ITS sequence's efficiency for DNA
barcoding of 19 collected barberry genotypes from a barberry collection in Mashhad Food Science and
Technology Research Institute and some genotypes collected from Esfarayen and Shahroud, Iran. 1TS2
primers amplified DNA samples, and then DNA fragments were extracted from agarose gel and sent to
SinaClon Co for sequencing. The phylogenetic analysis of barberry genotypes was performed using MEGA
X software by UPGMA method on ITS-DNA sequencing. ITS sequences were registered in the NCBI
database, and the sequence's identity was determined with other related species by blasting analysis.
Dendrogram of cluster analysis was done based on sequence similarity with other species in the NCBI
database. The results showed that the genetic pair-wise distance between the studied samples varied from

0.122 to 0.154. Due to the high similarity of the DNA sequences, only three pairs of primers were designated
for R14N2, RON3, and B.th genotypes. Three specific primers amplified the DNA of 19 barberry genotypes.
The R14N2 primer was explicitly able to reproduce the R14N2 genotype, but the RON3 and B.th primers did
not have a specific band.
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