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Abstract

In molecular studies, RNA extraction is a very important step and the results of other tasks such as PCR
and Real Time-PCR depend on the quantity and quality of RNA. RNA extraction in different plants requires
a specific protocol of the same plant and varies depending on the amount of carbohydrates, secondary
metabolites and phenolic compounds. Grapes have many phenolic compounds and the presence of these
compounds in the extraction plant has made it difficult. This article compares two common extraction methods
RNX™(Plus), CTAB in two grape cultivars. The aim is to identify the best extraction method in Rish Baba
and Yaghuti grape cultivars and evaluate its quantity and quality. The results showed that the CTAB method
has a higher quality and quantity than the RNX™ (Plus) method in Rish Baba cultivar if it uses non-
contaminated compounds. This can be due to the high washing power of polysaccharide and phenolic
compounds.

Keywords: CTAB, Grapes, PCR, RNA extraction, RNX™(Plus).
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