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Evaluation of citrus cultivars resistance to Alternaria alternata, by RAPD-PCR

Abstract

Alternaria alternata cause 3 distinct diseases of citrus , namely, Alternaria brown spot of tangerines and
their hybrids, Alternaria leaf spot of rough lemon,Alternaria black rot of fruit.

Alternaria Brown spot diseases is one of the most important diseases of citrus in the world and also in Iran
and causes serious economical losses in citrus industry. Resistance of citrus cultivars to the Alternaria
diseases varies genetically. Investigating of genetic diversity with molecular markers can be useful for
evaluation of resistance to Alternaria disease in citrus cultivars. In this study, 13 citrus species and cultivars
including "Orlando tangelo, Minneola tangelo, Clementine mandarin, Fortune, Page mandarin, Unesi, Kino,
Local tangerine, Thamson navel orange, Local orange, Sweet lemon, Key Lime and Sour orange were
analyzed based on RAPD- PCR. Total DNA was extracted from leaves by Dalkilik ef al. method and DNA
fragments were amplified by RAPD-PCR using two single, 10mer oligonucleotide primers; AL13 and P12.
These primers were selected by Dalkilic et al., (2005) from 492 primers that could amplify resistant gene in
citrus cultivars. In this research, the sizes of amplified DNA differed from 125bp to 3200bp. In sour orange
an 850bp fragment by P12 and a 1250bp fragment by AL13 primer were amplified and there wasn’t any
band in these regions in other cultivars. In pathogenicity test, with the exception of sour orange, all citrus
cultivars showed different rang of disease symptoms. Based on the result of molecular marker and
pathogenicity test, sour orange is resistant to Alternaria alternata and has resistant gene (amplified by P12
and AL13 primers) but other citrus cultivars are susceptible to this disease. This is the first report of resistant
gene in citrus cultivars to Alternaria alternata from in iran.
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