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Identification of self-incompatibility alleles in some pear (Pyrus communis L.) cultivars 
using PCR 

Abstract:  
Gametophetic self- incompatibility, a natural mechanism occurring in pear and several rosaceous fruit-
trees, is controlled by the S-locus with allelic variants. When selecting compatible pollen donor, it 
would be useful to know the S- genotype of each pear cultivar. In the present study the S-alleles of 
some European pear cultivars were determined using specific and consensus primers. Using these 
primers two PCR products corresponding to both S- alleles were amplified in seven cultivars. 
Comparing PCR product sizes amplified with used primers the S- genotype of seven cultivars were 
identified; ( Bartlett(S1S2), Beurre Giffard (S1S6), Comice(S4S5), Luis Born (S1S8), Flestini 
(S1S7),Sebri(S1S4) and Se Fasleh (S1S5) ) In cultivar Shahmiveh Esfahan only one PCR product 
denoting S7 allele was amplified. Results obtained in this study showed that PCR technique provide an 
efficient and rapid method to monitore the genotype performance of pear cultivars. 
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