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d�Ì»ÂÀÌf¯M ÊËZ�ZÀ� Ä¼¯{ Ê¯Y�Ây o�Z« d�Âb¼¯ ÉZÅ Ã{Z¨f�Y Z] ÉY  
 ½� �Y 16S rRNA  

  
¾Ë|¯Za Ê¸�) 1(Ê��Z§ |¼v» ,) 2(Ê���» ¾�u ,) 2(Ã{Y� ®¸» ¶Ì¸y ,) 3(Ã{Y� µÔm Ä�¨À] Á ) 3(  

1–É��ÁZ�¯ É�Â·ÂÀ°eÂÌ] É�f¯{ ÉÂn�¿Y{  ,2–XÌÅ ÉZ��Y |Æ�» Ê�Á{�§ ÃZ´�¿Y{ , É��ÁZ�¯ Ã|°�¿Y{ É�Â·ÂÀ°eÂÌ] ÃÁ�³ Ê¼¸� d ,3� 
|Æ�» ÊÅZ´�¿Y{ {ZÆm Êf À� ÉZÆq�Z« É�ÁZÀ§ d�Ë� Ê�ÅÁ�a ÃÁ�³ ÉZ��Y  

  

Ã|Ì°q  
ºÌ�¿Z³�Y ÊËZ�ZÀ�½Z»|¿Y� �ËY�§Y dÆm �{ ¦¸fz» ÉZÅ É��Âf�{ ¹Zn¿Y Ä¯ d�Y Ê¼Æ» ¹Z³ d�Âb¼¯ �{ {ÂmÂ» |Ì¨» ÉZÅ
¯ ½�Á �] {�°¸¼�o�Z« �{ Y� d�Âb¼Ä¼¯{ Ê¯Y�Ây ÉZÅÊ» �Ë~b¿Z°»Y ÉY{�Z�.d�Ì»ÂÀÌf¯MÄ¿Â³ Ã�ËÂ] ,ZÅ,d�Á{Z»�³ ÉZÅ

Ä¼¯{ Ê¯Y�Ây o�Z« d�Âb¼¯ �Â¸§Á�°Ì» ÉY�mY ¾Ë�e Ê¸�Y ½YÂÀ ]ÄfyZÀ� ÉYÃ|�|¿Y.d�Ì»ÂÀÌf¯MÃ{Z¨f�Y Z] d�Á{Z»�³ ÉZÅ
ªÌ«� �Á� �Y½|� Ä]Â°¿Y Á �Z³M d�¯ �Ìv» ÉÁ� �] É�Z�ÉZ»{ �{48Êf¿Z� Äm�{|¿|� É�Z�Y|m {Y�³..®Ì°¨e dÆm

Ä·Á�ËY½� ®qÂ¯ L�m ,ZÅRNAÊ»Á�Â^Ë�)16SrRNA(Ê^Ë�¬e µÂ� Ä]1500|� �Ìj°e �Z] d¨m.ºË�¿M �Y Ã{Z¨f�Y Z]ÉZÅ
½� ,Ê��]16SrRNAZ³M µ� ÉÁ� ��Â§Á�f°·Y Z] ºË�¿M �Å Ê��] ÉÂ´·Y Á º�Å Ä¿Z³Y|m ,Ä·Á�ËY �Å Ã|� �Ìj°e¾ÌÌ e ��

|Ë{�³.d�Ì»ÂÀÌf¯M ¾Ë�f�Ì] ,lËZf¿ �Z�Y �]Ä¼¯{ Ê¯Y�Ây o�Z« d�Âb¼¯ �Y Ã|� É�Z�Y|m ÉZÅ�Àm Ä] ÉYÉZÅ
Streptomysis,Saccharomonospora ,Thermomonospora ,Nocardioides ,Microbispora Á Glycomyces 

|Àf�Y{ ª¸ e.  

Ä»|¬» 

Ä¼°e Ê¯Y�Ây o�Z«|Ì¨� ÉYÄÀÌÆ] |�� ÉY�]Ê» Ê·Z� dÌ¨Ì¯ Z] Á Ê]Zzf¿Y |�� �Ìv» ®Ë ½{�¯ ZÌÆ» |À»�ZÌ¿Z] |¿YÂf] Ze |�Z]
¿Z³�YÁ�°Ì»Ì|À¯ d]Z«� �´Ë{ ÉZÆ¼�.º�Ì¿Z³�YÁ�°Ì» d�Âb¼¯ ÄÌÆe |ÀËY�§ ¾Ìu �{¶»Z� ÊÀÌ » d�Á{Z»�³ ÉZÅ
d�Ì»ÂÀÌf¯MÉ�f¯Z] Á d�Á{Z»�³ ÉZÆq�Z« ,ZÅÃ|� ÊËZ�ZÀ� Á É�Z�Y|m d�Á{Z»�³ ÉZÅ|¿Y.ËYº�Ì¿Z³�YÁ�°Ì» ¾®Ë ZÅ

Ä¼¯{ o�Z« ¹ÂÌ¸�Ì» |�� ÉY�] [Â¸�» �Ìv»Ê» |Ì·Âe ÉYº�Ì¿Z³�Y ÉY�] Ê^�ZÀ»Z¿ ÉY�f�]Â� µZu ¾Ì� �{ Á |ÀÀ¯ÉZÅ
d]Z«�Ê» {ÂmÂ] Ã|ÀÀ¯|¿�ÁM.�Á�d�Ì»ÂÀÌf¯M ÊËZ�ZÀ� ÉY�] Ã{Z¨f�Y {�Â» ÊfÀ� ÉZÅÄyZ� ÉZÅ¥�� Ä] �ZÌ¿ É�YÂÅ �Y{

Äf�Y{ {ZË� ½Z»� Á d«ÁÊ» Ã�ËÁ ÉZÆf�e �Y É�� ®Ë |À»�ZÌ¿ 0Z^·Z£ Á|À�Z].Ê·YÂe ÄËZa �] ÊËZË�f¯Z] ÊËZ�ZÀ�Ã|� d�Z¨u ÉZÅ
Ê» ÊËZ�ZÀ� �Á� ¾Ë�f¬Ì«{ Á ¾Ë�e|Ì¨» Ê»Á�Â^Ë� ÉM ½Y É{|�Z].Ä¼¯{ o�Z« d�Âb¼¯ Ê]Á�°Ì» �Â¸§ Ê���] ¾ËY �{Z] ,ÉY

Ê·YÂe �Ìj°e �Y Ã{Z¨f�Y½�16S rRNA« ÊËZ�ZÀ� {�Â»d§�³ �Y�.
Ä¿Â¼¿|¿|� É�ÁM �¼m d�Âb¼¯ ÄÌÆe ¦¸fz» ¶uY�» �{ d�Âb¼¯ ÉZÅ.Ä¿Â¼¿Ã|� ªÌ«� �´ÀË� µÂ¸v» �{ d�Âb¼¯ ÉZÅ

)25/0d�¸£(|� ¶u ¶Ë�f�Y.d�¸£ ÄÌÆe ÉY�] µÂ¸v» ¾ËY �Y|� Ã{Z¨f�Y Ê·ZË�� ÉZÅ.1/0Ê¸Ì»d«� �Y �fÌ·Ã|� ÄÌÆe ÉZÅ
�Ë{ É�fa t�� ÉÁ�d�¯ �Ìv» ÉÁZu ÉZÅ�Ë{ É�fa |� �za�{ ÉZÅC◦46c|» ÉY�] Á Ä]Â°¿Y2c�Â� Ä] Äf¨Å
|¿|� Ê���] Ä¿Y�Á�.ÊÀ¸¯ ®e|¿|� d�¯YÁ ��z» c�Â� Ä] Á ¶¬fÀ» |Ë|m d�¯ �Ìv» Ä] Ã|� �ÅZ� ÉZÅ.DNAÉ

Ê���] ÉY�] �·Zy d�¯ �Å �Y É�f¯Z] Ê»Â¿�|Ë{�³ É�Z�Y|m Ê·Â°·Â» ÉZÅ.�¼ËY�a �YÊ»Â¼� ÉZÅfD1ÁrP2Y�]�Ìj°e É
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½� ¶»Z¯ Z^Ë�¬e Ê·YÂe16S rRNA|� Ã{Z¨f�Y.Ê��] ÉZÆ¼Ë�¿M ��Âe É�Ìj°e Ä �« �b�MboI, KpnI, ScaI, PstI, 

HindIII, SnaBI, SalI, PvuII, AgeI, SacI½� ¶Ì¸ve Á ÄË�ne ÉY�]16S rRNA|� º�Å.
Ã|� d�§Zv» ½� �Ìj°e �Y Ã{Z¨f�Y Z] Ä¯ {Y{ ½Z�¿ ªÌ¬ve ¾ËY16S rRNAÅ ÁºË�¿M �Y Ã{Z¨f�Y Z] ½M º�\�ZÀ» Ê��] ÉZÅ

Ê»{Â¼¿ ÄÌÆe Ê��] ÉÂ´·Y ®Ë É�f¯Z] �Å ÉY�] ½YÂe.d�Ì»ÂÀÌf¯M {Y{ ½Z�¿ Ê��] ÉÂ´·Y lËZf¿Ä] �Â]�» Ã|�Y|m ÉZÅ
�ÀmÊ» ��ËZ»Â°Ì¸³ Á Y�Âb�Ì]Á�°Ì» ,�|ËYÂË{�Z¯Â¿ ,Y�Âb�Â¿Â»Â»�e ,Y�Âb�Â¿Â»Á�Z¯Z� ,��Ì»Âfa�f�Y ÉZÅ|À�Z].¾ÌÀr¼Å

Ä·Á�ËY Ä] ª¸ f» {Y| e ¾Ë�f�Ì]|Ì·Âe Á ÊÅZÌ³ ÉZËZ¬] ÄË�ne �{ É�Âv» Á ºÆ» �¬¿ ÉY�Y{ Ä¯ {Â] ¾Ì�ËZ»Âfa�f�Y �Àm ÉZÅ
Ê» d�Âb¼¯|À�Z].
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Abstract 
Actinomycetes, Specially the thermopile genus, are known as principle elements of compost micro 
flora. To identify bacteria isolate existing in compost micro flora, 30 isolates were isolated from 
compost samples using dilution method. After DNA extraction, the conserved small sub unit of 16s 
rRNA gene was amplified for all the isolates. The 1500 bp amplified fragment was subjected to 
enzyme digestion and separated through agaros gel electrophoresis. According to banding pattern, 
Actinomycetes isolated from compost belonged to the genera Streptomysis, Saccharomonospora, 
Thermomonospora, Nocardioides, Saccharopolyspora, Microbispora, Glycomyces.  

  


