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Abstract 
Actinomycetes, Specially the thermopile genus, are known as principle elements of compost micro 
flora. To identify bacteria isolate existing in compost micro flora, 30 isolates were isolated from 
compost samples using dilution method. After DNA extraction, the conserved small sub unit of 16s 
rRNA gene was amplified for all the isolates. The 1500 bp amplified fragment was subjected to 
enzyme digestion and separated through agaros gel electrophoresis. According to banding pattern, 
Actinomycetes isolated from compost belonged to the genera Streptomysis, Saccharomonospora, 
Thermomonospora, Nocardioides, Saccharopolyspora, Microbispora, Glycomyces.  

  


