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Most researches believe that pomegranate (Punica granatum) is native of Iran and this 
country is the primary center of domestication and cultivation of this fruit tree. Iran contains 
numerous visually different pomegranate genotypes, also wild forests of this fruit tree exists 
in several geographical regions. In present study, 29 cultivated accessions and a wild form of 
pomegranate from various provinces were used for evaluation of their genetic diversity by 
RAPD molecular markers. Sixty-seven RAPD decamer primers were screened, out of which 
twenty amplified good, reproducible and polymorphic fragments among accessions. From 
totally 309 recorded fragments, 174 were polymorphic between accessions (57.64% 
polymorphism). The Jaccard’s similarity coefficients ranged from 0.15 to 0.95. UPGMA 
dendrogram clustered the accessions in agreement with their geographical origins. Also in 
present study, the wild accession separated from other cultivated genotypes by considerable 
distance and laid individually in a branch. This study revealed that wild genotypes are 
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worthful for considering in germplasm preservation and their use in breeding programs of 
pomegranate.


