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Abstract: Rose is one of the most commonly cultivated ornamental plants in the world. DNA isolation 
from rose species is particularly difficult because of their large amounts of polysaccharides and 
polyphenols and other compounds. These substances not only decrease the yield but the quality of 
DNA is almost unusable. To overcome this problem, we designed a simple but efficient method for 
DNA isolation. In this method a wash buffer is primarily used to remove cell debris, polysaccharides 
and excessive water before extraction. An extraction buffer is used to reduce the secondary metabolite 
levels. CTAB/NaCl precipitation of polysaccharides and elimination of proteins by chloroform: 
isoamyl alcohol resulted a more pure DNA. DNA isolated using this method was checked 
spectrophotometrically: A260/A230 (polyphenol and polysaccharide residuals) and A260/A280 (protein 
contamination). We routinely obtained 700-1000µg DNA per gram fresh leaf tissue which is enough 
for most of genetic assays.
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Abstract
It is possible to employ markers at DNA molecule level in order to get precise information on plants 
genome. SSR marker is one of the reputable markers for examining apple genome which has   an 
essential function in genetic diversity, cultivar and varieties identification.  The present study has 
applied 5 pair of SSR polymorphic markers on 24 cultivars and varieties of apple tree to develop a 
genetic ID for them and also determine their genetic relationships. finally 52 polymorphic alleles in 5 
micro satellite loci (average of 10/4 for each locus) were identified By using three primers (CH01H01, 
02B1, CH02B10) it was possible to observe specific bands in cultivars (24 cultivars). Also the specific 
pattern of banding for each primer was established for some cultivars. Cluster analysis was conducted 
individually for each cultivar and variety on the basis of band presence or absence, morphological trait 
and origin. 
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