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Abstract

Pectate lyase (EC 4.2.2.2) is an enzyme involved in the maceration and soft rotting of plant tissue
via degradation of cell wall in organisms. In this study, the cloning of a novel full-length cDNA of
pectate lyase gene was designed using primers catch from GPLI ¢cDNA of Vitis vinifera by rapid
amplification of cDNA ends. The achieved cDNA exhibited 422 bp encoding a 140 amino acid
protein precursor. In the first step, the primers were designed using forementioned cDNA (GPLI).
Total RNA was extracted and cDNA was achieved by PCR reaction. Then, aforesaid segment
digested by restriction enzyme site in the two restriction site of fragment. The pUC19 vector
plasmid were digested and adjoined with fragment applying ligation process. Pectate lyase gene
cDNA was cloned in the E. coli. Recombinant clones were analyzed by both PCR and enzyme
digesting method to confirm cloning. The inserted fragment was analyzed by sequencing to
indicate recombination. The result of DNA sequencing was evaluated by Blast and Clustalw2
software.
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