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Identification and amplification of self incompatibility alleles in some plum genotypes
by PCR

It seems that most Japanese plum-type cultivars are self-incompatible and cross pollination is
necessary to ensure fruit set. In this study, the S-RNase genotype of 36 plum genotypes from
different area of Iran, four commercial cultivars and Mirobolan cultivar were determined by
PCR amplification of the S-RNase gene.

A total of 23 bands ranged 320-1830 bp were amplified using EM PC2consFD/ EM
PC3consRD primers that 14 alleles were already reported by researchers and 9 bands were
new. Twenty-three genotypes amplified two bands showing hetetrozigoty in this locus and
the rest of them indicated one band. According to the results S¢, 621 bp and S; had the highest
frequencies that S had highest frequency (17.1%) in Velian Karaj population, PaConsl-F/

EM PC5consRD primers produced 14 bands ranged 875-2495 bp in all genotypes. The results
of this study showed that PCR was a rapid and effective method for determination of S
genotypes in plum.

Key words: Prunus salicina, S-RNase alleles, Gametophytic self-incompatibility



