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Chromas LITE version 2.01: www.technelysium.com.au




Al
Olgaol mis oA YA ole 55 s W EE Ol SLEL eske 0 XS yeaidn

HLIC TP @Lo
e U3 ks Ll gl ST a8 ol Ol Wl Jas 4 Gkos 53 eslizal 3550 50555 0Bl sy p 4 bl
ol O IS 05 onl ST g ssse S 05l 0L 4 3B SFB 05w by e Sl oSS sl
S Cassdees ol Bl 536 SSCP SsS a8 s ol 0L 5 ol (6,580 iladad alis o310 31 30 s g
535 S Slalss slads AS 5 g s s SISl e A3 o)Ll 55 IS oS 4 STl (Y JSKE)350 5 Obe
R s w Ul e SUSS nl SaS w a cal s e el LT a3l SO YV IS s oS Ll s3ll s w
LS Ol plal 3513 3 5 (SIS il I3 gla BT ploil s 5l g a3 4l 3 Jlpdasl Sla Sy g
& pll ol o izme EMBL i Ll s (sla eals SSOL U3 D3 il b sel s 4 sl JIs 4l pae b

(Y' J@)QJ;‘}:EDJJ‘JJ axdlze S48 rl.;)‘ g

dj S — o.,\._..i:JAL_L ej‘.l_}\ H LSLAJ._J.L{—(JJ_{_}))\ J.i_.&
L_g ol J_.:ZQ’ olslas &_.:iﬁ; QL_g.A‘ BERGNERRC AM.,\.;L.UJKT
Jsle slgis,

Sladad glasl Jlss 5wl 5l ab JISKs we —(L) Y SSS
oladed QL& ajUJ‘ r"pjz‘b ol ;:&-7




vy
Olgino! xs ol olo 5 2 WV BV E OLal GLEL pole o K8 pranin

ALTERA

B092639095 S1
PETRA
CORNIA
B093622312
MAYA S9
GHEYSI* NADERI, S14
— LILLYCOT*
PETRA*
GHEYSI
MAYA S2
PORTICI
LILLYCOT
wiggon S8
T.DEVALENCE | NINFA S13
KYOTO
8092639095
BORA sc
NINFA
LITO
0.1

el 0l Jool> neighbour-joining s, 5l eslizal b oS Jls,5 SFB LT Kxfls i o 5 -F 2

ls i e 3L oS sl s LT sls Jleas| Wl ol Lasiie oylie L aS Sla & gas

c\..a
1. Gharesheikhbayat, R. (2010): Self-incompatibility in apricot (Prunus armeniaca), new
achievements and molecular aspects of s-locus allele segregation. PhD thesis, University of
Bologna, Italy.
2. Hayashi, K. 1992. PCR-SSCP: A method for detection of mutations. Genet. Anal. Tech.
Appl. 3:73-79.
3. Janick J. & James N. Moore. (1996): Fruit Breeding; volume 1., Trees and Tropical
Fruits. John wiley & Sons, Inc. New York.
4. Orita, M., H. Iwahana, H. Kanazawa, K. Hayashi, and T. Sekiya. 1989a. Detection of
polymorphisms of human DNA by gel electrophoresis as single-strand conformation
polymorphisms. Proc. Natl. Acad. Sci. USA 86:2766-2770.
5. Romero C, Vilanova S, Burgos L, Martinez-Calvo J, Vicente M, Llacer G, Badenes ML
(2004): Analysis of the S-locus structure in Prunus armeniaca L. ldentification of S-
haplotype specific S-RNase and F-box genes. Plant Molecular Biology 56: 145—-157.
6. Sekiya, T. 1993. Detection of mutant sequences by single-strand conformation
polymorphism analysis. Mut. Res. 288:79-83.
7. Slabaugh, M.B., G.M. Huestis, J. Leonard, J.L. Holloway, C. Rosato, V. Hongtrakul, N.
Martini, R. Toepfer, M. Voetz, J. Schell, and S.J. Knapp. 1997. Sequence-based genetic
markers for genes and gene families: Single-strand conformational polymorphisms for the
fatty acid synthesis genes of Cuphea. Theor. Appl. Genet. 94:400—408.
8. Vilanova, S., Mari'a Luisa Badenes, Lorenzo Burgos, Jose” Marti'nez-Calvo, Gerardo
Lla’cer, and Carlos Romero (2006): Self-Compatibility of Two Apricot Selections Is
Associated with Two Pollen-Part Mutations of Different Naturer. Plant Physiol. Vol. 142.



vy
Olgino! ixs oSN olo )5 62 WV BV E O1al GLEL pole o K8 pranin

Apricot (Prunus armeniaca L.) S-genotyping based on S-haplotype F-box proteins(SFB-
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Abstract:

S-genotyping in self-incompatible fruit tree species is essential to plan crossing programs and
design orchards. There are several approaches to determine the alleles contributed to control
this trait. Molecular approaches are the best methods to determine the exact S-allele
combination of varieties either by identifying S-RNase (the female determinant) or SFB (the
male determinant). In apricot, PCR amplification of SFB often produces DNA fragments
similar in length therefore it is very difficult to identify polymorphisms on agar gels. To
overcome this bottleneck the SSCP (Single Strand Conformational Polymorphism) technique
was applied to discriminate the allelic variants of this gene and to select the different related
fragments which led to clone and sequence them. Combining the use of PCR and single-
strand conformation polymorphisms (SSCP), S-genotyping of 22 apricot cultivars were done
and the efficiency of this technique was approved.



