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Genetic diversity of some Iranian barberry genotypes with SSR marker

Seedless barberry cultivar and wild types barberry are especial corps that used for food,
industrial and medicinal purpose in Iran. There is a little information about genetic diversity
of wild type barberry and origin of seedless barberry cultivars. In the present study, genetic
diversity of forty five Iranian barberry accessions including seedless cultivar and wild type
barberries and two genotypes Berberis vulgaris and B. thunbergi were studied with seven
Mahonia SSR primers. Seven primers produced 101 putative alleles that were used for
genetic diversity analysis. The number of putative allele per locus ranged from 6 to 35, with
an average 14.28. Power of discriminating with average 0.80 ranged from 0.66 to 0.92.
Shanon index ranged from 1.8 to 4.12. Results indicated that GA33 and CA04 primers have
high efficiency in discriminating genotypes. Similarity coefficient ranged from 0.09 to 0.98.
Result of cluster and principle component analysis indicated high relationship among
seedless barberry cultivar and B.khorasanica with B.integerrima. There was high genetic
diversity in genotypes that collected from Shahrood region. The SSR marker were highly
polymorphic and can be used in cultivar identification and interaspecies genetic diversity in
barberry genotype.

Key Word: Barberry, cluster analysis, genetic diversity, SSR markers.



