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Abstract

The major developmental change in the plant life cycle is the initiation of flowering. Many
plant species have evolved the ability to regulate flowering in response to environmental
variables such as changes in day-length or temperature. FT is a phosphatidylethanolamine
binding / protein binding that produced in LD by CO gene in leaves and then transfer to apical
meristem for inducing floral meristem. FT cause precocious flowering in plants. Hence
promoter analyses in FT gene with comparison of cis-element increase our information about
its function. With getting of FT gene CDS from NCBI, about 1500 bp upstream of FT gene
received by Phytozome cite and then analyzed with Plant CARE and PLACE cites. 21 TATA-
box as a core promoter was in FT upstream. About 17 light responding cis-elements and
circadian rhythm cis-elements received in FT upstream, demonstrate that this cis-elements
involve with the light transcription factors. However P-Box involved as a gibberellin-
responsive element and MBS involved as a MYB binding site in drought-inducibility. These
promoters might be used for gene cassettes in upstream the flowering genes, which not only
induce flowering but also is suitable for physiological studies. Moreover, we it would be
enable to delay or induce flowering with specific promoter or gene in GMs plants (containing
pesticide resistance genes or genes that enable the destroy of a specific pest) for avoiding the
gene flow. With respect of global warming and changing flowering habit, using these
promoters for managing flowering time will be essential.
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