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Characterization of Intra-cultivar Diversity in Grapevine “Bidane sefid ” genomic
Microsatellite Markers
Rahim Nikkhah'and Ali Ebadi’
'Department of Horticultural Science, College of Agriculture, Persian Gulf University,
Boushehr, Iran
*Department of Horticultural Science, College of Agriculture, University of Tehran, Tehran,
[ran

ABSTRACT

The present study was designed to identify intra-cultivar diversity SSR markers within a
group of 34 accessions of “Bidane sefid” grapevine. Recognition of genetic diversity between
accessions was carried out using 14 SSR markers. Capillary electrophoresis with genotyper
and genscan software were used for DNA fragment analyzing. Data were analyzed by NTsys
software for genetic analyses. Cluster analyses were performed based on UPGMA method.
Eight accessions of “Bidane sefid” were different from 26 remaining accessions. The
accessions of “Bidane sefid” were divided into six sub-clusters in genetic dendrogram at 0.9
coefficient of similarity. In this study six clones of “Bidane sefid” were recognized.

According to the obtained results, SSR markers can characterize different clones in a cultivar.
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