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Abstract

Genetic diversity of wild and commercial genotypes of plum using SSR molecular marker For
assessing genetic diversity and relationship among genotypes of Iran (Ramsar, Velyan Karaj and
Mashhad) and four commercial cultivars as well as Mirobolan cultivar, eight microsatellite loci were
used. These markers produced a total of 68 bands in studied genotypes. UDA-005 and UDP98410 loci
produced the highest number of alleles (12) and CPSCT026 locus produced the lowest number of
alleles (4). The average of expected heterozigosity in all loci was 0.73 varied from 0.58 at ASSR71 to
0.86 at UDA-005 microsatellite locus. The average of observed heterozigosity was 0.49 different from
0.34 at UDP98410 to 0.71 at ASSR72 locus. Cluster analysis based on SMC similarity coefficients
and UPGMA method was performed. According to clusters, groups were not in accordance with the
geographical distribution so that genotypes with different distribution located in same groups. Based
on the results of similarity matrix, the lowest and the highest genetic similarity was (0.506) and (0.92)
respectively. Average similarity among genotypes was 0.77 that corresponds to the previous report
with average similarity in the same stedied genotypes using RAPD markers (0.71).
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