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Abstrect

The simple sequence repeat (SSR) markers were used for developing genetic identification
barcode for of 28 trees of 10 Iranian commercial cultivars of hazelnut. Allele number of each
SSR locus studied ranged from 5 to 10 alleles. The polymorphic alleles differenciated all
cultivars from each other. The cluster analysis classified the cultivars into five main clusters.
The first cluster included four cultivars Gerd Eshgevarat, Tabestane 21, Paize and Gerdoei.
Cultivars Shirvani was placed in cluster 2, Rasmi cluster 3 and Mahali-Karaj in cluster 4. The
fifth cluster was divided into two sub-clusters. One of them including cultivar Tabestane
(numbers 19 and 20), Pashmine and Garche. The other one was comprised of cultivar
Shastak. Based on these results genetic identity of clones belonging to all cultivars, except for
Tabestsne-21, were confirmed and their genetic identification barcode was developed.



