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Abstract

In Citrus family, the long history of cultivation, wide dispersion, widely sexual compatibility
between Citrus and related genera and the high frequency of bud mutations have resulted in
high genetic variability in the world. Understanding phylogenetic relationships and genetic
diversity in Citrus are important in clarifying genetic relationships, characterizing germplasm
and the registration of new cultivars. There are some Citrus accessions in Iranian citrus
collections which have been classified merely based on their morphological traits. Molecular
markers would help to infer their relations with known cultivars. In order to study genetic
diversity of 89 morphotypes including 74 unknown accessions and 15 known (control)
cultivars of citrus trees in the Kotra Research Station (Tonekabon) collection were selected
and PCR-RFLP marker were used for determining polymorphism. The cluster analysis of
data based Jaccard's similarity coefficient morphotypes obtained from PCR-RFLP marker
suitable model were produced four main groups that they can determine the relationship
Genetic.
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