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PceGA25  F.GCAATTCGAGCTGTATTTCAGATG 58.5 9 6 66.67 0.83 108-222
R.ICAGTTGGCGGCTATCATGTCTTAC

PceGA34  F.GAACATGTGGTGTGCTGGTT 53 12 12 100 0.88 140-174
R.TCCACTAGGAGGTGCAAATG

PceGAS9  FAGAACCAAAAGAACGCTAAAATC 54 7 5 71.43 0.82 181-221
R:CCTAAAATGAACCCCTCTACAAAT

PS12A02  F:GCCACCAATGGTTCTTCC 51 13 12 02.31 0.87 112-185
R:AGCACCAGATGCACCTGA

PMS3 F-TGGACTTCACTCATTTCAGAGA 53 15 14 93.33 0.89 155-212
RIACTGCAGAGAATTTCACAACCA

BPPCT021 F.TGCATGAGAAACTTGTGGC 50.5 10 8 80.00 0.86 185-292
R:CCAAGAGCCTGACAAAGC

BPPCT027 F.CTCTCAAGCATCATGGGC 51 2 1 50.00 047 262-285
R TGTTGCCCGGTTGTAATATC

PMS49 F-TCACGAGCAAAAGTGTCTCTG 56 4 4 100 0.69 75-185
R:CACTAACATCTCTCCCCTCCC

PMS67 FAGTCTCTCACAGTCAGTTTCT 54.5 4 3 75.00 0.62 85-165
R.TTAACTTAACCCCTCTCCCTCC

EMPAOO4 F.TACGGTAGGCTTCTGCAAGG 53 4 3 75.00 072 145-180
R TTGGCAGGTTCTGTTCACAT

EMPAO1S FTTTTGGTCAATCTGCTGCTG 54.5 7 6 85.71 0.80 85-219
R.CTCTCATCTTCCCCCTCCTC

EMPAO18 F.TCCAAGAACAAAGCCAAAATC 50 10 10 100 0.88 75-135
RAAATTTCAATGCATTCTGGATAG

EMPASO2 F.CTACTTCCATGATTGCCTCAC 53.5 7 5 71.43 0.82 185-270
R:AACATCCAGAACATCAACACAC

EMPASO6 F.AAGCGGAAAGCACAGGTAG 53 8 5 62.50 0.86 112-285
RTTGCTAGCATAGAAAAGAATTGTAG

UCD- F-TCCGCTTCTCTGTGAGTGTG 55.5 4 2 50.00 0.69 175-184

CH31 RICGATAGTTTCCTTCCCAGACC

Pchgmsl F.GGGTAAATATGCCCATTGTGCAATC 59 8 7 8750 0.83 145-184

R:GGATCATTGAACTACGTCAATCCTC
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Pchgms3 F ACGGTATGTCCGTACACTCTCCATG 60 10 10 100 0.88 152-191
R:CAACCTGTGATTGCTCCTATTAAAC
UDP96001 F.AGTTTGATTTTCTGATGCATCC 525 9 5 55.56 0.87 05-132
R:.TGCCATAAGGACCGGTATGT
UDP96005 F.GTAACGCTCGCTACCACAAA 535 5 4 80.00 074 75-178
R:CCTGCATATCACCACCCAG
Mean - - 7.78 6.42 78.76 0.79 -
Total - - 148 12 - - -
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Identification and evaluation of Iranian superior sour cherry genotypes
using microsatellite markers (SSR)
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Abstract

Iran has a relatively high variety of sour cherry trees. During the breeding programs and collection and
evaluation of local sour cherry germplasms from different areas of Iran in order to achieve proper cultivars
and varieties, it was found that some of the collected genotypes have quite superior growth characteristics and
fruit quality, and can be considered for introduction of new cultivars. In this study, the genetic diversity of
these genotypes was identified and evaluated using microsatellite markers (SSR). The aim of this study wasto
evaluate the genetic diversity and determine genetic relationships between Iranian superior sour cherries and
foreign cultivars. Based on the banding patterns obtained from 23 primer pairs used, 19 pairs could generate
polymorphic and able-to-be-scored patterns. The primers produced 148 bands, of which 122 bands were
polymorphic. The number of alleles per locus ranged from 2 to 15 alleles with an average of 7/78, and
polymorphism information content among genotypes ranged from 0/47 to 0/89 with an average of 0/79.
Similarity matrix between genotypes showed that the range of genetic similarity between genotypes ranged
from 0/38 to 0/90. It indicates the high diversity among the genotypes. Cluster analysis, with genetic
similarity of 0/60, divided the genotypes into seven distinct groups. Since the Iranian genotypes are superior
to foreign genotypes and are separated from them in most of the groups, so they can be considered as
promising genotypes for further evaluations in the framework of breeding and final new cultivar release
programs.

Keywords: Genetic diversity, Iranian superior sour cherry genotypes, Microsatellite markers (SSR)
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