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Alpha-mannosidase Prunus persica

>tr|L7RZF3|L7RZF3_PRUPE Alpha-mannosidase OS=Prunus persica OX=3760 GN=PRUPE_3G313300 PE=2 SVV=1
MAIRLVFCCLLILVGFLVADSKFMVYNTSQGIVPGKINVHLVPHTHDDVGWLKTVDQYYVGSNNSIQGACVQNVLDSLVPALLA
DKNRKFIYVEQAFFQRWWRDQSEAVQSIVKQLVSSGQLEFINGGMCMHDEAATHY IDIIDQTTLGHRFIKKEFDVTPRIGWQIDPF
GHSAVQAYLLGAEVGFDSLFFGRIDY QDRDKRKNDKSLEFVWQGSKSLGSSAQIFSGAFPKNYEPPSGFYFEVNDDSPIVQDDITLF
DYNVQDRVNNFVAAAVSQANITRTDHIMWTMGTDFKYQYAHTWFRQMDKLIHYVNKDGRVNALYSTPSIYTDAKYATNESWPI
KTDDFFPYADRTNAYWTGYFTSRPALKYYVRTMSGYYLAARQLEFLKGRTNSGLNTDSLADALAIAQHHDAVTGTEKQHVAND
YAKRLSIGYTEAEQLVATSLAHLVESASYTGSGNPITEFQQCPLLNISYCPAAEVNLSQGKQLIVVVYNSLGWKRNDVIRIPVINED
VTVQDSEGREIESQLLPLDDAHVGLRNYHVKAYLGRTPTNTPNYWLAFTVSVPPLGFSTYTISDAKGAGACSTRSSVYTFQGREKS
TVEVGQGNVKLTFSTDQGKMTNYVNRRSLVEELVEQSYSFYTAYNGSSDEAPLIPQNSGAYVFRPNGTFLINPGEKASFTVMRGPII
DEVHQHINSWIYQITRLHKEKEHVEVEFIVGPIPIDDGTGKEVVTQIATTMATNKTFYTDSNGRDFIKRIRDYRTDWDLKVHQPIAG
NYYPINLGIYMQDNRAEFSVLVDRSIGGSSTVDGQIDLMLHRRLLLDDSRGVAEALNETVCVPNDCTGLRIQGKFYFRIDPMGDGA
KWRRSFGQEIYSPLLLAFAEQDGDNWKNSHVTTFSGVGSSYSLPDNVALITLQELDDGKVLLRLAHLYEIGEDKDLSVMANVELK
QLFPRKKIGEVTEMNLSANQERAEMEKKRLVWKVEEGSAEEAKVVRGGRVDPAKLVVELGPMEIRTFLIEFKQRFHRDMADA
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NCBI coles 5l eolanl b ola oLS o a-mannosidase .5 BLAST -\ Jso>

Description Max score _ Query E val5ue Ident Accession
score cover
probable aIpha-mannoanase At5g13980 [Prunus 2137 2137 100% 00 100% XP 0072149171
persica] I
PREDICTED: alpha-mannosidase isoform X1 [Prunus 2111 2111 100% 00 99% XP 0082312411
mume e
probable alpha-mannosidase At5913980 isoform X1 2099 2099 100% 00 98% XP 021822986.1
[Prunus avium E—
alpha-mannosidase [Pyrus x bretschneideri] 1924 1924 98% 0.0 90% AGR44468.1
PREDICTED: probable alpha-mannosidase o o
At5g13980 [Pyrus x bretschneideri] 1921 1921 99% 0.0 89% AL 0095780281
PREDICTED: alpha-mannosidase isoform X2 [Prunus 1912 1912 91% 00 98% XP 0082312431
mume e
LOW QUALITY PROTEIN: probable alpha- o o
mannosidase At5g13980 [Rosa chinensis] 1878 1878 98% 0.0 88% XP_024152243.1
hypothetical protein PRL_JPE 3G313300 [Prunus 1869 1869 87% 00 100% ONI20069.1
persica] e



https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=data_cache_seq:440546588&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=M63B3UA4014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=data_cache_seq:440546588&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=M63B3UA4014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=data_cache_seq:440546588&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=M63B3UA4014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=data_cache_seq:440546588&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=M63B3UA4014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=data_cache_seq:440546588&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=M63B3UA4014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=data_cache_seq:440546588&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=M63B3UA4014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=data_cache_seq:440546588&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=M63B3UA4014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_595924301
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_595924301
https://www.ncbi.nlm.nih.gov/protein/XP_007214917.1?report=genbank&log$=prottop&blast_rank=1&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_645250499
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_645250499
https://www.ncbi.nlm.nih.gov/protein/XP_008231241.1?report=genbank&log$=prottop&blast_rank=2&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1220072993
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1220072993
https://www.ncbi.nlm.nih.gov/protein/XP_021822986.1?report=genbank&log$=prottop&blast_rank=3&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_525327309
https://www.ncbi.nlm.nih.gov/protein/AGR44468.1?report=genbank&log$=prottop&blast_rank=4&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_694406473
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_694406473
https://www.ncbi.nlm.nih.gov/protein/XP_009378044.1?report=genbank&log$=prottop&blast_rank=5&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_645250503
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_645250503
https://www.ncbi.nlm.nih.gov/protein/XP_008231243.1?report=genbank&log$=prottop&blast_rank=6&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1365965728
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1365965728
https://www.ncbi.nlm.nih.gov/protein/XP_024182243.1?report=genbank&log$=prottop&blast_rank=7&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1139786242
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1139786242
https://www.ncbi.nlm.nih.gov/protein/ONI20069.1?report=genbank&log$=prottop&blast_rank=8&RID=M63B3UA4014
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PREDICTED: a_lpha-mannosmase isoform X1 1820 1820 97% 00 85% XP 0043045651
Fragaria vesca subsp. Vesca] e
PREDICTED: a_lpha-mannosmase isoform X2 1763 1763 97% 00 83% XP 011468215.1
Fragaria vesca subsp. Vesca] =
PREDICTED: probable alpha-mannosidase o o
At5g13980 isoform X4 [Juglans regia] 1759 1759 98% 0.0 82% XP_018834056.1
PREDICTED: probable alpha-mannosidase 0 o
At5q13980 isoform X3 [Juglans regial 1754 1754 98% 0.0 82% XP_018834055.1
PREDICTED: probable alpha-mannosidase o o
At5013980 isoform X2 [Juglans regial 1750 1750 98% 0.0 81% XP_018834054.1
PREDICTED: probable alpha-mannosidase 0 o
At5g13980 isoform X1 [Juglans regia] 1745 17451 98% 0.0 81% XF_018834053.1
probable aIDha—ma;?Z()iS|r?SssglﬁJggl3980 isoform X2 1725 1725 98% 00 81% XP 015893890.1
probable aIDha—ma;?Z()iS|r?SssglﬁJggl3980 isoform X1 1721 1721 98% 00 80% XP 015893889.1
probable alpha—manﬂﬁ?kl)(::;i:\t5m398o [Herrania 1707 1707 99% 00 79% XP 021298038.1
brobable a'pha'm[gzggg'gf;;I’i\gggéf%o isoform X1 1703 1703 | 99% 0.0 80% | XP_021663060.1
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https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_470137628
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_470137628
https://www.ncbi.nlm.nih.gov/protein/XP_004304565.1?report=genbank&log$=prottop&blast_rank=9&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_764618150
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_764618150
https://www.ncbi.nlm.nih.gov/protein/XP_011468215.1?report=genbank&log$=prottop&blast_rank=10&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1098736628
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1098736628
https://www.ncbi.nlm.nih.gov/protein/XP_018834056.1?report=genbank&log$=prottop&blast_rank=11&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1098736625
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1098736625
https://www.ncbi.nlm.nih.gov/protein/XP_018834055.1?report=genbank&log$=prottop&blast_rank=12&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1098736623
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1098736623
https://www.ncbi.nlm.nih.gov/protein/XP_018834054.1?report=genbank&log$=prottop&blast_rank=13&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1098736621
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1098736621
https://www.ncbi.nlm.nih.gov/protein/XP_018834053.1?report=genbank&log$=prottop&blast_rank=14&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1009152062
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1009152062
https://www.ncbi.nlm.nih.gov/protein/XP_015893890.1?report=genbank&log$=prottop&blast_rank=15&RID=M63B3UA4014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1009152060
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1009152060
https://www.ncbi.nlm.nih.gov/protein/XP_015893889.1?report=genbank&log$=prottop&blast_rank=16&RID=M63B3UA4014
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Abstract

The degree of softening fruits in post-harvest life is plays important. One of the factors affecting on
softening fruits is the a-mannosidase enzyme. In this research, this enzyme the bioinformatic of genetic
databases in different plants was studied, generalized the ability of the enzyme function in one plant to other
plants with a high level of structural and functional similarity. In the Blast study, the a-mannosidase enzyme
was homologous in 15 studied plants and its similarity varied from 98% in Prunus avium to 79% in Herrania
umbratica. In the study of the relative kinship of the enzyme by comparing two sequences in the Alignment and
also drawing a dentogram, it was determined that the enzyme in the studied plants was divided into two main
branches and finally into five subgroups.
Keywords: Enzyme, Bioinformatics, Peach, a-mannosidase gene



