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genetic diversity in iranian viola(Viola oderata) by using ISSR markers
N. asadil, A. Babailand M. hasanil
1-Departmentof Horticultural Sciences, University of Tarbiat Modares

Abstract

ISSR markers were used to determine the genetic diversity level and phylogenetic relationships among 41 genotypes
of Viola odorata included wild cultivar iris. In this study 10 random primers were used for PCR reaction on the
template DNAS extracted from leaves, which 6 showed good amplification and polymorphism. Totally, 105 bands
were produced, and 65 bands were polymorphic. Cluster analysis of the genotypes was performed using Jaccard’s
similarity coefficient and UPGMA method. In similarity measure of 0.12 on the denrogram, the 41genotypes of

Viola odorata were divided into two groups and Eight groups in similarity measure of 0.34.
Keywords: Viola odorata, ISSR markers , cluster analysis, genetic diversity.
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