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Abstract

In order to provide an appropriate method for extraction of RNA from date palm fruit, two modified laboratory
protocols (Quinizar and MRIP) and a kit of RNA extraction were examined. Also after cDNA synthesis, the
expression level of Ricin B, lectin gene (from the gene family of lectins involved in the defense mechanism with
conserved domain) by gRT-PCR method in two relatively resistance date palm cultivars (Estamaran and
Hallawi) and two susceptible cultivars (Barhee and Lilwi) were evaluated. The results showed that the MRIP
method is more suitable for extracting the entire RNA from date palm fruit compared to two other methods so
that the cDNA was synthase as well. Also, the statistical analysis of the expression of the lectin gene in the four
cultivars showed different patterns, so that the Estamaran cultivar had the maximum relative expression (100%
compared to other cultivars) and then Lilwi with 44.4%, Barhee with 5.55%, and the lowest level of lectin gene
expression was observed in Hallawi cultivar with 23.1%. Therefore, based on the results, it cannot be concluded
that resistance/susceptibility of date palm cultivars to the spider mites was attributed to this gene.

Keywords: RNA, Ricin B, date palm
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