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Abstract

The Linalool is one of the economically valuable very, monoterpenes that is used in cosmetics-health.
The coding gene of this enzyme is plants Several plant families has been sequenced. The aim of this research
is bioinformatic study of protein sequences of this gene. First, protein sequences of linalool synthase of this
kinds has been received, from NCBI database‘ then the sequence alignment has been clone, with the software,
CLC Genomics Workbench &/4/Y took place. The Phylogenetic tree of these proteins has drawn. The results
showed that the length of this protein through plants is 428 — 871 amino acid. Highset weight is for Clarkia
concinna, lowest weight is for Rosa rugose and Isoelectric point of this protein is in range of 6.85 - 5.5 and
Aliphatic Index is in range of 81.916 to 90.678. Highset Aliphatic Index is for Solanum lycopersicum.
Therefore, the similarity between the genuses indicates the ability to conservation this region or the domain in
different generations.
Keywords: bioinformatic, aliphatic index, linalool synthase, isoelectric point
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