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Abstract

Pepper (Capsicum sp.) is having numerous variations with abundant utilizations such as ornamental,
food and pharmaceutical usages. In this study, the genetic diversity of 37 ornamental and edible pepper
genotypes resistant and susceptible to damping-off disease, Phytophthora capsici, were analyzed by 21
ISSR primers. Results indicated that 19 primers out of 20 ones produced distinct and clear polymorphic
bands. Totally, 188 bands were produced, out of which 185 bands were polymorphic. The polymorphism
mean percent (P%) was 98.5% ranging from 78% to 100%, and the mean production of 9.9 bands per
primers. The average mean for polymorphism information content (PIC) was 0.449. The greatest similarity
coefficient of 0.92 was observed between pepper cv. 20GreenP-PBI and 210rnP-Banana so called Green
pepper and Banana-shaped ornamental pepper respectively. Out of 37 screened pepper genotypes, only
11BlockyP-YToran, 190rnP-PBI, 23CherryP-Orsh, 320rnP-China and 37ChilP-Paleo genotypes were the
resistant ones to damping-off, which were place in four different molecular groups.

Keywords: Bell pepper, Capsicum sp., ISSR, Phytophthora.
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