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Abstract

From the view of economic importance we can say apple scab is the most damageous apple disease in
all over the world and on the whole its damage in growth time is more than the other apple diseases. The
most suitable technique to fight this disease is using resistant numbers. To produce resistant numbers at
first we should know resistant gens in genetic resources. This investigation was done to know the presence
of resistance gens to apple scabs Vh1,Vh2,Vh3,Vh4 in 55 different apple genotype in Kohgiluyeh and
Boyrahmad provinc, by using molecular markers SSR SCAR STS. Leaf samples of used genotype was
gathered at the last of May and after DNA exploitation, PCR was done. The results show from 4 initiator
which was used, on the whole 100 scoreable parts was registered. The length of parts from cH02b10 ,
S22,CH03d01 , OPL19 ,initiators were 121,1300, 124 , 433.The most production part is related to
OPL19 initiator and the least number is related to SS22 initiator. The percentage of multimorphism for all
of the initiators were 100. On the whole, even if parents were far from each other, the possibility of
hetrozis production was increased and the possibility of success in creation of the best genotypes will
increase.
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