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Abstract

Anthocyanins are flavonoid pigments imparting red, blue, or purple pigmentation to fruits, flowers
and foliage. These antioxidant compounds are important sources of nutrients. The pigmentation of
typical red apple fruits results from accumulation of anthocyanin in the skin. However, numerous
genotypes of Malus are known that synthesize anthocyanin in additional fruit tissues including core
and cortex. Anthocyanin accumulation is often due to the overexpression of MAMYB10 gene in many
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tissues, including fruit flesh. To investigate the structure of the promoter of MdMYB10 gene and the
mechanism of red color in fruit flesh in some local genotypes, genomic DNA extracted from |eaf
samples of nine red- and white-fleshed apple genotypes and the promoter region of MdMYB10 gene
was amplified using PCR technique and specific primers for the target genomic region. Amplified
fragments were analysed through electrophoresis. Two bands were recognized in most of red-fleshed
varieties indicating that all were heterozygous for MdMYB10 alleles (R1R6). Therefore, nearly all
tested red-fleshed apples could be traced back to ‘Niedzwetzkyana variety.
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