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In order to identify informative AFLP markers for description of longevity in Chrysanthemum,
association analysis was used. The relationships between flower longevity and molecular markers
based on 25 primer combinations (EcoRI and Msel) and genetic structure of 44 chrysanthemum
genotypes were evaluated. Results of MLM association analysis model longevity showed that 14
AFLP markers were found to be associated with longevity in Chrysanthemum, whereas GLM model
identified 28 markers. The strongest association was detected between AFLP markers of M-CTT/E-
AAC35, with petal senescence which explained 32 percent of variation. The lowest variation of (17%)
was accounted by M-CTT/E-AGA68 marker. Moreover, informative markers such as M-CTT/E-
AAC35 that have been shown to significant correlation with longevity can used for breeding programs
and other analyses associated with future studies of Chrysanthemum if they contribute to increase
longevity in other experiments.
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